Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.109; data-to-parameter ratio = 17.3.
The title compound, C 10 H 13 NO 4 , is essentially planar, with an r.m.s. deviation of 0.049 Å . An intramolecular C-HÁ Á ÁO hydrogen bond occurs and the amino group forms an intramolecular N-HÁ Á ÁO ester hydrogen bond; the other H atom forms an intermolecular N-HÁ Á ÁO carbonyl hydrogen bond, leading to the formation of a helical chain that runs along the b-axis direction.
Related literature
For similar crystal structures, see : Zhang et al. (2009) ; Smith & Elsegood (2002) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINTPlus (Bruker, 2004) ; data reduction: SAINT-Plus and XPREP (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication:
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Comment
The molecular structure of (I) is presented in Figure 1 , and was obtained by recrystallization of the commercially available compound. The title compound consists of an amino (C2) and methoxy (C4 and C5) substituted benzoate which was found to be essentially planar with an r.m.s. deviation of 0.049 Å; the dihedral angles shown in Table 1 further reinforce the planarity of (I). The maximum deviation observed below the calculated mean plane was found for the carbonyl oxygen (O1) 
Experimental
Methyl 2-amino-4,5-dimethoxybenzoate was obtained commercially. (I) was redissolved in warm MeOH and allowed to cool to room terperature. Yellow crystals suitable for single-crystal diffraction were obtained by slow evaporation over a few days.
Refinement
All hydrogen atoms were positioned geometrically and refined using a riding model, with C-H = 0.95 Å U iso (H)= 1.2 U eq (C) for the aromatic H and with C-H = 0.98 Å U iso (H)= 1.5 U eq (C)for methyl H atoms. The methyl groups were allowed to rotate with a fixed angle arround the C-C bond to best fit the experimental electron density. The amino hydrogens were freely refined.
Computing details
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus and XPREP (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

